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Physiome Model Repository
• https://models.physiomeproject.org
• Over 800 public workspaces

• Each independently version controlled
• Persistent releases of specific versions (exposure)
• Many different types of biology and mathematics
• Proteins through to whole organ and larger scale

• Historically CellML (+SED-ML) models
• Modularity and reuse
• Consistency between browser and tool integration

• content type negotiation
• REST

https://models.physiomeproject.org/
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PMR Semantics
• User indicates the resources they would like indexed

• Within a workspace (~COMBINE archive)
• Some smarts in extracting RDF from CellML models
• Various RDF serialization formats supported

• Versioning
• Workspace – latest version
• Exposures

• SPARQL endpoint
• Read-only
• Permissions filter
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Why do we annotate?
• Comprehension
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https://models.physiomeproject.org/e/71

https://models.physiomeproject.org/e/71
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Why do we annotate?
• Comprehension
• Modularity and reuse
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Why do we annotate?
• Comprehension
• Modularity and reuse
• Search
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https://github.com/dewancse/model-discovery-tool

https://github.com/dewancse/model-discovery-tool
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Why do we annotate?
• Comprehension
• Modularity and reuse
• Search
• Do cool stuff
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Machine Learning
• Add something about how cool ML is and why we should be 
using it.

• Insert latest buzz word here.
• TensorFlow. 
• ICSB tutorial.
• How does this relate to annotation?
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Link to (clinical) data
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Epithelial Modelling Platform

https://github.com/dewancse/epithelial-modelling-platform

https://github.com/dewancse/epithelial-modelling-platform
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Model + Data = Verification?
• Given a semantic description of the protocol used to generate 
some data

• Experimental context
• Simulation experiments

• Known model characteristics (and capabilities?)
• Query for data that has similar characteristics

• Generate SED-ML to apply dataset’s protocol to model and 
execute it

• Can compare model predictions to data
• Gives some measure of confidence that the model might not be 

unusable?
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CRBM journal curation service
• Work with journals to improve reproducibility
• Help develop common curation practices

• Domain specific curation vs general curation
• Curation != validation

• Measuring reproducibility
• FAIR metrics and associated pitfalls?

• Annotation
• Non-standard model formats
• Simulation results (SourceData figure panels?)
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